Related literature
; N-triphenylmethyl-2-oxa-5- et al., 2004) . In the four structures the pyrrolidine ring (N1/C6/C7/C8/C9 numbering in the title compound) adopts the same envelope conformation with C8 out of the mean plane defined by N1, C6, C7 and C9. Three structures consists of an amide bond: the title compound, the N-acetyl-allohydroxy-L-proline lacton and the tert-butyl-7-chloro-6-methyl-2,3-dihydro-2-oxo-6H-3,10b-methano-1,4-dioxazino(3,2-c)(2,1)benzoxazine-4(4aH)-carboxylate. The two first structures exhibit a quite similar structure with a nearly planar transamide bond. In the last one, the peptide bond is cis-and the nitrogen atom of the pyrrolidine ring exhibits an observable pyramidalization. Indeed, the sum of bond angles around the nitrogen atom is of 347.9° whereas of 357.9° and 357.4° in the two first structures.
Experimental
The title compound was prepared in 80% from N-Boc-trans-4-hydroxyproline following the a described procedure (Gómez-Vidal & Silverman, 2001) and was crystallized by slow evaporation of a cyclohexane/ethyl acetate (3:2, v/v) solution.
Refinement
Because of the lack of any significant anomalous dispersion effects, the absolute configurations of the title compound could not be determined from the diffraction experiments but was known from the method of synthesis. The origin was fixed by floating-origin restraints (Flack & Schwarzenbach, 1988) . All H atoms were located in difference Fourier maps. The C-bonded H atoms were placed at calculated positions and refined using a riding model, with C-H distances of 0.93-0.96 Å.
The H-atom U iso parameters were fixed at 1.2U eq (C) for methine and methylene C-H and at 1.5U eq (C) for methyl C-H.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of title compound showing the atom-numbering scheme. All non-H atoms are represented by 50% probability displacement ellipsoids. 
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